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95 165 170 175 

96 Thr Ser Asp lie lie Ser Asp Ser Gin lie Thr Arg Gin Ala Leu Asn 

97 180 185 190 

98 Glu lie Glu Ser Arg His Lys Asp lie Met Lys Leu Glu Thr Ser lie 

99 195 200 205 

100 Arg Glu Leu His Glu Met Phe Met Asp Met Ala Met Phe Val Glu Thr 

101 210 215 220 

102 Gin Gly Glu Met lie Asn Asn lie Glu Lys Asn Val Met Asn Ala Ala 

103 225 230 235 240 

104 Asp Tyr Val Glu His Ala Lys Glu Glu Thr Lys Lys Ala lie Lys Tyr 

105 245 250 255 

106 Gin Ser Lys Ala Arg Arg Val Ser Leu Val Phe Gin Ser 

107 260 265 

108 <210> SEQ ID NO: 4 

109 <211> LENGTH: 810 

110 <212> TYPE: DNA 

111 <213> ORGANISM: Bos 
W--> 112 <400> SEQUENCE: 4 



C--> 113 atg egg gac egg ctg ccg gac ctg acg gcg tgt agg aaa aat gat gat 4 8 

114 ggg gac aca act gtt gtt gtt gaa aag gac cat ttt atg gat gat ttc 96 

115 ttc cat cag gtc gag gag ate aga aac agt ata gcg aaa ata get cag 144 

116 tat gtc gaa gaa gtg aag aaa aac cac age ate att ctt tct gca cca 192 

117 aac cca gaa gga aaa ata aag gaa gag ctt gaa gat ctg aac aaa gaa 240 

118 ate aag aaa act get aat aaa ata agg act aag ttg aag tct att gaa 288 

119 cag agt ttt gat cag gat gag ggt gga aac cga act tct gtg gag ctt 336 

120 egg ata cga aga ace cag cat tea gtg eta tct ega aag ttt gtg gaa 384 

121 gtc atg aca gaa tat aac gaa gca cag act ctg ttt egg gag cga age 432 

122 aaa ggc cgt ata cag cgt cag eta gaa ata act gga aaa act acc ace 480 

123 gat gat gag ctg gaa gag atg ctg gaa agt ggg aat ccc tec ate ttc 528 

124 acg tea gat att ata tea gat tea caa att act aga cag get etc aat 576 
12 5 gaa att gag tec cgt cat aaa gac ate atg aag ctg gag aca age ate 6 24 

126 cgt gag eta cat gag atg ttc atg gac atg gee atg ttc gtc gag act 672 

127 cag ggt gaa atg ate aac aac ata gaa aaa aat gtt atg aat gee gca 720 

128 gac tat gta gaa cat gca aaa gaa gaa acg aag aaa get att aaa tat 768 

129 caa age aaa gca aga agg gtg agt ttg gtc ttt cag agt tga 810 



130 <210> SEQ ID NO: 5 

131 <211> LENGTH: 287 

132 <212> TYPE: PRT 

133 <213> ORGANISM: Ovis 
W--> 134 <400> SEQUENCE: 5 

135 Met Arg Asp Arg Leu Pro Asp Leu Thr Ala Cys Arg Lys Asn Asp Asp 

136 15 10 15 

137 Gly Asp Thr Thr Val Val Val Glu Lys Asp His Phe Met Asp Asp Phe 

138 20 25 ' 30 

139 Phe His Gin Val Glu Glu He Arg Asn Ser He Ala Lys He Ala Gin 

140 35 40 45 

141 Tyr Val Glu Glu Val Lys Lys Asn His Ser He He Leu Ser Ala Pro 

142 50 55 60 

143 Asn Pro Glu Gly Lys He Lys Glu Glu Leu Glu Asp Leu Asn Lys Glu 
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193 att ttg ctt gtg ate ttt gga att ate eta gca aca aca ttg tea tag 864 
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Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <400> field identifier 
(48) String data converted to lower case, 
12 Repeated in SeqNo=2 

3 M:283 W: Missing Blank Line separator, <400> field identifier 

12 M:283 W: Missing Blank Line separator, <400> field identifier 

13 M:112 C: (48) String data converted to lower case, 
12 Repeated in SeqNo-4 



M:283 W 
M:283 W 
M:270 C 
M:271 C 
M:283 W 
M:283 W 
M: 283 W 

0 M:283 W 

1 M:112 C 



34 M:283 W 

75 M:283 W 

76 M:112 C 



Missing Blank Line separator, <400> field identifier 
Missing Blank Line separator, <400> field identifier 
(48) String data converted to lower case, 



M:112 Repeated in SeqNo=6 



file://C:\Crf3\Outhold\Vsii744989.htm 
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